A revolution in genomic science is underway. The reign of Sanger sequencing is coming to an end as a new generation of sequencing technologies allows vastly greater volumes of sequence information to be produced quickly and at an ever-decreasing cost. This month, Nature Reviews Genetics and Nature Genetics present a poster and a podcast on next-generation sequencing.
in the way templates are prepared, the sequencing chemistry itself and the methods used to generate a sequence read-out. The poster, authored by Michael Metzker, enables readers to quickly grasp the methods that form the basis of the leading commercially available technologies and explains how they provide such high-throughput information so rapidly.
Understanding how these technologies work is also key to appreciating which approach is best suited to which application.
The podcast brings to listeners insights from an international group of leading researchers in genetic and genomic research, exploring how nextgeneration sequencing technologies are being applied to fields as diverse as cancer research, small RNA biology and population genetics. Change is predicted to be rapid. According to one interviewee, sixty times more data than have so far been held in the world's nucleotide databases will be generated in just a year by one project alone. Highlighting the excitement surrounding these technologies, a recent news story on nature.com revealed one company's plans to sequence individual human genomes for In the September 2008 edition of Nature Reviews Genetics the cover image was entitled 'Genetworks'. It has subsequently come to our attention that the term GENETWORKS is a registered trademark in the USA, owned by GENETWORKS Inc. of Austin, Texas. We are happy to clarify this in order to avoid any confusion. 
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